REATLEHRETEL 2

B%EP 434
HERIE P TP53 NGSA F]1% £ f& iR
e S N B CT7-066
. SRR A
Lk i (NGS, Next Generation Sequencing analysis)
x e tetE ¢ MK3-EDTAf % ep ¢ > Hie ¥ Fo & F Wt -
ki @PB ‘g *+CBC/DC #F 2
@CLL BM lymphocytes > 30%
>4 e Positive
FLPEFRER |1 iFx2]=
TPH3 & F1 % £ fr (&)1 TpZ ¢ 14 £ [del(1Tp)] > € & =K |-
H T Jﬁ?(chronic lymphocytic leukemia, CLL)fr# %34 2
? 2 iz ¥ (Myelodysplastic syndrome, MDS):)]% Aoefe B g g
Tk & & Friz sk 53 i8a PEFRFADTEF o AMERE I BT

B (Sanger Sequencing)® — M8 FactE { & eh 2 X T A &
i#]> % (Next Generation Sequencing):i& i7TPH3 4 F1% B Bl
WL R G B TR F RO R AR 0 e F LTI -

(Dtrr B Fjc@pr L WI~W5 : 08:00~16:00
Feehfo i pr Rt W1~W4 1 08:00~16:00 ¥ 7 2 R zigp - %08:00~15:30
T P2 RERP AT

(2)3 4 A7 WAL 2 JRAE o I JRRIR 2 o 24 | P 11 %
BEEHRT £ AR RIAE A D ERH T BT (03)3281200

A 4% 5672

R TP B 2024.5. 14




